Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.005 Å; R factor = 0.057; wR factor = 0.114; data-to-parameter ratio = 14.3.
In the title compound, C 7 H 4 Cl 2 N 4 , the dihedral angle between the tetrazole and benzene rings is 17.2 (2) . In the crystal, C-HÁ Á ÁN interactions link the molecules into a flattened helical chain along the b axis.
Related literature
For related structures, see: Baek et al. (2012) ; Matsunaga et al. (1999) ; Lyakhov et al. (2000 Lyakhov et al. ( , 2001 . For the synthesis, see: Su et al. (2006) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Symmetry code: (i) Àx þ 2; y À 1 2 ; Àz þ 1 2 .
Data collection: CrysAlis PRO (Oxford Diffraction, 2010); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: PLATON (Spek, 2009) ; software used to prepare material for publication: SHELXL97.
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Comment
In continuation of our work on tetrazole based heterocycles, we are here in reporting the crystal structure of the title compound.
Bond lengths and angles are comparable with the similar crystal structures (Baek et al., 2012; Lyakhov et al., 2000 Lyakhov et al., , 2001 Matsunaga et al., 1999) . The tetrazole and phenyl rings are planar, with a maximum out-of-plane deviation of 0.007 (2) Å for each ring (r.m.s. deviation for each ring = 0.005 Å). The two rings are not coplanar with a dihedral angle being 17.2 (2)°.
Chlorine atoms Cl1 and Cl2 deviate -0.002 (4) and 0.057 (5) Å, respectively, from the benzene plane. The crystal packing is stabilized by C-H···N intermolecular interactions, wherein atoms C1 and C7 act as a donor to N2 and N1, respectively, generating C(4) and C(6) chains along [010].
Experimental
The title compound was synthesized from the known procedure reported by Su et al. (2006) . Fine white diffraction quality crystals were obtained from the slow evaporation of its solution in ethanol.
Refinement
All H atoms were refined using a riding model, with C-H = 0.93 Å, and with U iso (H) = 1.2U eq (C). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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